GNCAGCATTTCCTCTAAGGGATNCAATNNGGCTTGCCCGAGGCCACACTCATTTCCCCATNCCC 
TCAAATAlSTGTGGTGATTAAACATTTCATAGGAGGANTTTATGGATNCCTTTAAAANCCTAATT 
CTCCCTGCT'JJGCCAAATCATTTCTTCTCAGCATCCTGCCCAGCAAAAAANCANCTTNTGATCAA 
AATNATCCCCQGAGGCTTNACGGAGGCCAGACCTGCCACAGCAGNAGTCCNGGAGATTGCTGAC 
CGGGTCAAAGCAlSAGCTCGANGAGGAAACCAATGAGAAATATGAAATATTCAAAGCCGTTGAGT 
ATAAAACTCAAGTTGTCGCTGGAGTCAATTACTTCATTAAGATGGATGTAGGGGGTGGTTGTTT 
CACCCACATAAAAGTOTTCAAGGATCTTTCTGGAAAGAATAATTTGGAACTTACTGGTTACCAG 
ACTAACAAAACCGAGGATGATGAGCTGACCTACTTCTAAGCAGCAAATTCTAAAGTGACCTGAT 
TCCTCTCATTGTAAACTGATTCGNCCATCAATAAAGAATATTCTCCA (SEQ ID N0:1) 



FIGURE 1 
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underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



[GNCAGCOTTTCCTCTAAGGGATNCAATNNGGCTTGCCCGAGGCCACACTCATTTCCCCA 
TNCCCTCAAM'ACTGTGGTGATTAAACATTTCATAGGAGGANTTTATGGATNCCTTTAAA 
ANCCTAATTCTCCCTGCTTGCCAAATCATTTCTTCTCAGCATCCTGCCCAGCAAAAAANC 
ANC TTNTG ATC^AATNATC C C C GG AGGC TTNAC GG AGGC C AG AC C TGC C AC AGC AGN ] A 
GTCCNGGAGATT&CTGACCGGGTCAAAGCACAGCTCGANGAGGAAACCAATGAGAAATAT 



GAAATATTCAAAG&C 


:gttgagtataaaactcaagttgtcgctggagtcaattacttcatt 


AAGATGGATGTAGGt! 


^GGTGGTTGTTTCACCCACATAAAAGTCTTCAAGGATCTTTCTGGA 



AAGAATAATTTGGAAOTT [ACTGGTTACCAGACTAACAAAACCGAGGATGATGAGCTGAC 
CTACTTCTAAGCAGCAAATTCTAAAGTGACCTGATTCCTCTCATTGTAAACTGATTCGNC 
CATCAATAAAGAATATTOTCCA] 



FIGURE 2A 



Gene Sequence Structure 



Size of EST: 559 bp 



Sequence Deleted 



436 bp 



Targeting Vector* (genomic sequence) 
Construct Number: 2757 



Arm Length: 
5': 1.2 kb 
3': 3 kb 



^ Targeting Vector 

ffl _ _ - Endogenous Locus 

| t= s' 

* Not drawn to scale 




5 1 >(sgaggccacactcatttcccc 
attcoctcagatactgtgatgatt 
atacaottgataggaggagattat 
ggatacotttaaaattctaagtct 
ccctgct^gccagatcatttcttc 
tcagcattotgcccagcaaagaag 
caactcgtgVtcagaatgataccc 
ggaggcttgA:ggaggccagacct 
gccacagcag^3 1 

(SEQ ID N0:2> 



FIGURE 2B 



